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T4 DNA Ligase
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D7006 T4 DNA Ligase 40, 000U

FEERE

>

T4 DNA LigaseRI T4 DNAE R, AT DU AR I 80 55 XUBEDNA BRRNA ) 5'-P A i F13-OH A ity 2 8] AR PR —BeHELs &, %
A S B 75 ATPAE S B 1. [AI T4 DNA &4 v] LB XEEDNA . XUHERNA B DNA/RNA Z% & 1) b i) 55 51 %)

(single-strand nicks).

> Fi&: T4 DNA Ligase’ FTDNAF BRI AR linkerikadaptorfE . AT LA FHZ1EE K Ligase /i 5 FIRNAKE I .
> SR¥E: T4 DNA Ligase tH KT iE ik, FRIAFER R KIE A TARE H 14 .

JEMERE X : One unit is defined as the amount of enzyme required to give 50% ligation of HindIII fragments of lambda DNA in 30
min at 16°C in 20 pl of the assay mixture containing 50 mM Tris, pH 7.5, 10 mM MgCl,, 10 mM DTT, 1 mM ATP, 25 pg/ml BSA
and a 5'-DNA termini concentration of 0.12 uM (300 pg/ml). 200U%F 1/4-Weiss unit, LAWeiss unitit, 205352005847 .

T4 DNA Ligase 5™ W) A RS2 25 SR IR IRLBF iR I RUR Z 5 K1 .

1. 4% T4 DNA Ligase [ IEALRSZ S ME G IRBGRIF I LB PR K. A, WHEED)JE EAE HEL R B, XU
DIJE AR 5 fp il Py BOS BOE S

> S ASDNAWYIEG. SMIBGRIBERREGREG, A SRNARE, T2 EE R NV EK .
> BEAEFFVEI: 20 mM Tris, pH 7.5, 50 mM KCI, 1 mM DTT, 0.1 mM EDTA and 50% (v/v) glycerol.
»> 10X Ligation Buffer: 400 mM Tris, pH 7.8, 100 mM MgCl,, 100 mM DTT, 10 mM ATP.
> RIGEIH]: 65°CHFH 105040 7] LLFET4 DNA Ligasekif: NaClEIKCIAK K T200mMET 52 21401 T4 DNA Ligase.
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D7006-1 T4 DNA Ligase (1000U/ul) 40, 000U
D7006-2 10X Ligation Buffer 0.3ml
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Xof 1M ALK AT R O3, AN IE R sk T alidh, &R LB B T etk o (EF S 5 AL K AT
JEH H 2 FHDNAZE AR R 77 & sy S0 2 7 7255 2 ALDNA, SR )5 Bk AT i

F AT P i I B POE R, HERR A 2 S R B DN AE B 77 £(D7002/D7003). T4 DNA Ligase ] Lk AT i i%i 422,
(ERV @R i

P IO T SRS AN A AT B FEL KO 552 o 1 S B TR e AT A PO 5%, HEFE SEAE65°CF B 104 £ /T4 DNA Ligase
3%, PLBE9T4 DNA Ligase FIDNA%E & G 801 467 B 1T 4% (band shift).

> APERNBR TR N AR R, AMEH FIRK W EET, MEHATEMEE N, MEERTHEFEEN.
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a. BU-2ugBARBEUILR, BAEDEEYI3-5/MFEL L. REMRMEVIZE Y, SN SE- LIRS HERWIE.



b. HARYIEEE, o7 UME A S T AL, B3 s R PCRAAL IR &/DNAZIL AT &(D0033). AT LK A H
FIE ST e ZEE DU T iR AL B o TR DI = AR K A Be (K TF50-60bp) 175 10 1 7 51 T VS TRk 14 5 3K

c. XFPCRy™“¥: PCRI“WITENL Hbk G, YL RIS T K /N IDNA B B o B FHDNAF B [ENUACRT DAE 77 gk AT 31
124 7= K DN A B R SR 77 60(D0056) . AT DLK T B2 2 vk i &5 7732z [ml U DN A A B .

d. ST EMFIPCRMIE e B U I FUR BEDNA B, F&E 4 A VI EERE Y, B )Saitb B4 .
X PRI LEFTIR 75y, I BT RCR GEIA £180-90% LA RIET . BV AL B A i D) o B ) 1-2/NeF B A
B e] LA AR il AT 4l Ak, 9 03 2 R I PCR 26 AL R &/ DN A 2 AL £2(D0033) . 1 AT LUK 0 1) Iy 45
TR Z R T VR AL F AR

e. H#525-100ng& it BRI AL L IE AR, IINIRFEERBIFSIEAN B, S H TR BIER RN R
HE1: REEE BT EHAEMAFEA T BREALE D, EREERMEE &, i a3 T ik 407 12 BT K
AT B ADNAS T eI R — 2 S %, it il KR 2 21810 B 140 RNZ S 2% 201 1 52 RE I LA
KFRo RJE FAL IR T 0 2 AL B R RS (15505 I 295 B R BRI AR\ BEEI LRI G &R
VE2: JEE A A FH0.2-0. SR L4 R 08, WA PR EE R ROR, W DAEE RN 21 S E .

EEL #)50-100ng
FHEA B 2y AR EE IR B3 1
10X Ligation Buffer 2ul
M 7E 7K BMilli-Q7K 220pl
T4 DNA ligase 0.2-0.5pl
SRR £320ul
f. AR R BRI IR S 8 M VortexiR 5, ZEIRES OB, MMRIARIR TE K.

g 20-25°CHE B HERE-2/NF, BU16°CHE B &R A .
W T XCPUER D AUEREIE R . 0 TPz, B4 T4 DNA Ligase R OB BUK, MM 282 R P
DNAZEHRF & (D70025,D7003).
H2: NPUE IR U TR AT LS a0 R vk K20 ORGSR N, R I B 12/ JiE AT DL LOpl B BRI AL R AT
W, HAR1opn] LL6°CHY B E#E . W As — RINAISRAG s f, RInTHEN N —2Baums; iR ss = R KA B A&
SRAFTRII S B, D) AT DAERGZE 22 3o A 1) 80 S 2 e 7 00 T U A K T AT B
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2. PCRFEMIM TR S

a. PCRPWIEERE VK SE, VIR RIS/ INEIDNA R B o IS HHDNA F B 1) [ USR] DU PR S AT 8, BilnE = R
DNABER BRI £(D0056) . AT LLKFH e & ¥k i 5 5 V5 [FICDNA A B

b. LHETEAMA UL BEOE RTEAE, IMASEERBNRHEANR B, 5% FRKEERERNER.
L RZ BT EMPCRI= )M S # LD, 76 RIS R MEE o i mT DUAR 5 [RI0CHT bk 4R 1 5 AT K 3K
MG Th. J8E ADNAG bR 3E — 2 NS5, it sulid K 2 e | 1) B 1275 F1i% 5 25 2615 (10 52 P2 1 L sl 5%
Fo ORGP BT (1) Al Ak B RSO P45 28 T AR B 445 B I SR EFIPCR A=) I E I LB R &
W2 EE N RNAEH0.2-0.5pEER A28, WA B IPIREER AR, W LAEERR M A 25 m 2 1 ul.

Tk EHE
RN T B LR R B3
10X Ligation Buffer 2ul
KA K BMIlli-Q7K £20ul
T4 DNA ligase 0.2-0.5ul
SRR #120ul

c. AR RREWITIRASEM Vortexi 2], FiREOLHF, FRAERETER.
d. 20-25°CHFHFER1-2/M, BL16°CHE F I
e PR T SR T A S B A0 R 0k T 20l RRG i e F SSE, AR 127N J5 P DAL Opl ELHE 4% Ak K IV 1
HAR10pIP] LL16°CHT B I . WS — RIRISRAT 7o b, BIPTREN N — D500, R Es — R K Im T B AR IR A
TRHAR R, 0T DABROZE 30 A 1 8 AR T 4 7 W) P U A K P v
e. b5 DT EEBUE B YA T AR A AR -
3. LinkerZRRNAiF Bt ISR I H: :
a. BWARMEEYIFIAALE S B 1a Rl 1b,
b. LinkerB{RNAi v Bt [{iB K AT PLIZE £38 24 IIDNAR K 22 MR, 15140125 22 K [ Annealing Buffer for DNA Oligos (5X) (D0251),
HEATIR KR
c. KJEF KT 8bplLinkeral il K [IRNAL B, 7 LAFEIRS: 151011 EL G A A HEAT 32 S B o 91 U344 50,03 pmol, T4 A
FrBEATLAA0.15%20.3pmol . K% /N F-8bp flinker, L 75 A A 10:1 0L I
d. BRIEANF B ESS, Bf S 1D le-1hiH AT
4. DNAE SHIMLKIES::
ZH L W e, FREANT B BOE R KR . HAD BRI DB 1h#H7T .
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Yap TA, Arkenau HT, Camidge DR, George S, Serkova NJ, Gwyther SJ, Spratlin JL, Lal R, Splcer] Desouza NM, Leach MO, Chick J, Poondru S, Boinpally
R, Gedrich R, Brock K, Stephens A, Eckhardt SG, Kaye SB, Demetri G, Scurr M. First-in-human phase I trial of two schedules of OSI-930, a novel
multikinase inhibitor, incorporating translational proof-of-mechanism studies. Clin Cancer Res . 2013 Feb 15;19(4):909-19.

2. Jing HX, Duan de J, Zhou H, Hu QM, Lei TC. Adipose derived mesenchymal stem cell facilitated TRAIL expression in melanoma treatment in vitro. Mol
Med Rep . 2016 Jul;14(1):195-201.

3. Zhou BH,)Jia LS,Guo HW,Ding HY,Yang JY,Wang HW. Eukaryotic elongation factor 2 is involved in the anticoccidial action of diclazuril in the
second-generation merozoites of Eimeria tenella. Vet Parasitol. 2019 Dec;276:108991.

4. Li-Wei Gao,Hong-Tao Zhu,Cai-Yun Liu,Zhi-Xiang Lv,Xiao-Man Fan,Ye-Wang Zhang. A highly active heparinase I from Bacteroides cellulosilyticus:
Cloning, high level expression, and molecular characterization. PLoS One. 2020 Oct 20;15(10):0240920.;doi: 10.1371/journal.pone.0240920.
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